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Curiosity-Driven Research
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Technology-Driven Research
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Molecular weight _I_I_I_I_I_ e

5 DLipinski;&al
* Not more than 5 hydrogen bond donors
(nitrogen or oxygen atoms with one or more hydrogen atoms)
* hydrogen bond acceptors (nitrogen or oxygen atoms)
* A molecular mass less than 500 daltons
* An octanol-water partition coefficient[5] log P not greater than 5
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HIANRTFR (YRAIW7 1 FEEHEV)
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BiEiESY 70953209
7 L* Y541 L Flexizyme
DRI LAXA ~EHIEERZR FIT system

(Flexible tRNA acylation ribozyme)
(Flexible In-vitro Translation system)

RaPID 735w N7 # — LBl

(Random non-standard Peptide Integrated Discovery)
(PDPS: PeptiDream Discovery Patform System)
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3 patents are granted.

EMBO Journal 2001, JACS 2001, RNA 2001, NAR 2002, Saito & Suga

Nature Methods 2006, Murakami & Suga et al., Nature Protocols 2011, Goto, Katoh, & Suga
Collaboration with Adrian R. Ferré-D’Amaré (NIH) Nature 2008

Flexizyme
(45 or 46 nt)

patents-are granted.
EMBO Journal 2001, JACS 2001, RNA 2001, NAR 2002, Saito & Suga

Nature Methods 2006, Murakami & Suga et al., Nature Protocols 2011, Goto, Katoh, & Suga
Collaboration with Adrian R. Ferré-D’Amaré (NIH) Nature 2008



FIT (Flexible in-vitro translation) Y X7 1

Fisr4

23 recombinant
protein factors (-3 ARSs, -MTF, -RF 1)

Ribosome 20 Amino acids and tRNAs

@ Energy sources (ATP, GTP, etc.)
§:
4 |

HRAILX A - DEHRBERERTR

Nature Methods 2006 and Nature Protocols 2011
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DNA encoding a peptide
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FIT system (Flexible In-vitro Translation)

Nature Methods 2006 and Nature Protocols 2011
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Goto et al. ACS Chem Biol & RNA 2008
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Goto et al. ACS Chem Biol & RNA 2008
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Yamagisni et ar. Cnemistry&Biology 2011, Patent filed in 2010
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O Transcription and SH
Puromycin-CC-PEG-Oligo Ligationﬂ {(E] _
- Wiges é o

T7 promoter

(NNK),  (GGCAGQ),

Original old technique: Szostak et al. 1997
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O Transcription and SH
Puromycin-CC-PEG-Oligo Ligationﬂ é {(EI

T7 promoter

(NNK),  (GGC AGO),

RaPID system, Suga et al. 2011
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® Translation
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RaPID system, Suga et al. 2011
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mRNA-cDNA Duplex

@ Binding Selection

57

RaPID system, Suga et al. 2011

O Counter Selection
X 4~6 (10) times



RaPIDY A7 L ¢ PeptiDream®DI VW& S
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